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Generation Sequencing
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Sample Preparation for NGS
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LabChip Fractionation

Traditional Method LabChip Approach
Manual Gels, Razor blades, Gel Extraction Kits Automated Separation, Analysis & Purification

Preparative Microfluidics Separations
i Simple workflow
i Less than 5% CV
i Ready for NGS analysis
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Load |:> Analyze |:> Collect

Manual gel and LabChip Comparison
30 min vs. 5-8 hours, automated vs. manual
Safety: No razors or polyacrylamide
Quantitative vs. qualitative bands
Reproducible, accurate, sensitive results

File sharing vs. dried gels

To o Do Do o
Flucietoancs

1 2 4 1] o EEE[HFI 4 Bl 100 2 400

in vitro 9 in vivo




i

1D L
o el L | A \\ R BESUAR SR PRI ES B i PR
a5 oo zoo 300 400  s00 700 2000 10380 [bp]

Sheared human DNA

A High collection efficiency of target range
I No excessive diffusion
I No post purification

I Single independent channel per
sample

A < 30 minute processing

A 4 samples processed simultaneously
A PCR compatible buffer

A Low input volume needed
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Fractionated Sample

A Why automated tight size selection?

Tighter sizing facilitates assembly
Increase average read lengths
Improve process efficiency
Reduce run -to-run variability
Efficiency = $ and time
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Workflow

1. Remove fAchipbo 5. Pipette out
from package Afractionate

2. Remove tape and

4. Place chip on
load sample

inst. (15 T 25 min)

mins '

3. Remove tape for
collection well and add
buffer
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