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Flower colour

Differences in flavonoid levels: anthocyanins and flavonols

Inherited as a semi -quantitative trait

2-gene model to describe the phenotypic variation
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Flower colour

Legend: A transcription factor molecule binds to the DNA at its binding site, and thereby

Regulatory network behind the pathway
IS unclear
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eQTL mapping

Micro -array data

Limited to large scale projects

gPCR as a valuable alternative for
eQTL mapping

Pitfalls of eQTL mapping

1. Normal -distributed values for QTL mapping
2. Critical number of plants to be evaluated
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Gene expression analysis

Coumaroyk CoA

l CHS

Tetrahydroxychalcone

l e

Naringenin

l F3H

Dihydrokaempferol

/FsaH i@\

Dihydroquercitin Flavonols

ﬂ ANS, DER, UFGT

Anthocyanins

Roche LightCcher 480

20-50-70 plants
2 biological and 2 technical replicates

Normalisation with 3 reference genes
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Individual gene and network eQTLs
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RNA Integrity In plants

RNA integrity expressed as RIN/RQN values
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Experion (Bio -Rad)
Arabiodopsis RNA sample Print Email
RIN Score 5.0

Information about the sample

Genus: Plants Common Organism: Arabidopsis

Species: Arabidopsis thaliana Tissue: Unknow

Disease: Normal Sample Type: Fresh Tissue

Sample Number: 1

Data

Quality of extraction: Poor RNA Isolation method: Unknow

RIN: 5.0 Downstream experiment: Microarray Agilent Catalogue
Ribosomal Ratio: 0.7 Electropherogram: (view larger)

UV:206/208nn: 2.0 (FU)4 GT_Ar PNAG

UV:260/230nm: 1.4 Genotypi Technologly

RNA conc (ng/ul): 60.3ng
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Error code(s): None
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